PAGE  
1
F8


                           INVENTORY OF REASSORTANTS AND MUTANTS

Code: 1,3,8,9

Mutant (or wild type[wt] virus)

A/NJ/11/76 (L) H1N1 (Human)

Experiment No. and Date 

Exp. 3002 2/18/76 
Phenotype – (HA/NA serologically defined antigenic phenotype)

H1N1

Origin (mutant of:)

A/New Jersey/11/76 (H1N1)

Genotype (defined by HA/NA phenotype unless further information is available)

H1N1

Special Properties and comments

The L and H mutants of the A/NJ/11/76 (H1N1) Ft. Dix epidemic virus are the progenitors of the X-53 and X-53a reassortants used for vaccination in 1976. Their phenotypes are distinguishable on the basis of serological reactivity, different plaque size in MDCK cells and high vs. low yields in chick embryos.  (See references here, and to X-53)

Available antisera
#2186 B8

Seed virus(es) and location(s)

E5387 #17-1,2,3,4

E4372 #17-1,2
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