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                           INVENTORY OF REASSORTANTS AND MUTANTS

Code: 1,3,8,10

Mutant (or wild type[wt] virus)

A/Swine/115 L  H1N1  (Animal)
Experiment No. and Date 

Exp.4337 10/97   

Phenotype – (HA/NA serologically defined antigenic phenotype)

H1N1

Origin (mutant of:)

A/New Jersey/11/76  (H1N1)  selected with anti-H monoclonal antibody from the mixture of L and H forms which characterize natural contemporary swine influenza virus isolates.

Genotype (defined by HA/NA phenotype unless further information is available)

H1N1

Special Properties and comments

See mutant 115 H

Available antisera
none

Seed virus(es) and location(s)

E5260  #18-1,2,3,4,5

E4509  #18-1,2

Relevant Published References


Kilbourne, E.D.  Taylor, A.H., Whitaker, C.W., Sahai, R.and Caton, A.J. Hemagglutinin polymorphism as the basis for low─ and high─yield phenotypes of swine influenza virus. Proc. Natl. Acad. Sci. USA 85:7782─7785, 1988.

.
Kilbourne, E.D.  Easterday, B.C. and McGregor, S. Evolution to predominance of swine influenza virus hemagglutinin mutants of predictable phenotype during single infections of the natural host. Proc. Natl. Acad.  Sci. USA 85:8098─8101, 1988.


