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                           INVENTORY OF REASSORTANTS AND MUTANTS

Code: 1,3,8,10

Mutant (or wild type[wt] virus)

A/Swine/115 H  H1N1  (Animal) 

Experiment No. and Date 

Exp. 4337 10/97   

Phenotype – (HA/NA serologically defined antigenic phenotype)

H1N1

Origin (mutant of:)

A/New Jersey/11/76 (H1N1)  selected with anti-L monoclonal antibody from the mixture of the L and H forms which characterize natural isolates.

Genotype (defined by HA/NA phenotype unless further information is available)

H1N1

Special Properties and comments

This and its companion 115 ”L” mutant virus are very important  mutants isolated sequentially from the same pig inoculated with the human chick embryo-adapted and cloned “H” A/NJ/11/76 H1N1 virus but host-selected after several days of replication in the pig to be replaced by  the L mutant form (that is apparently favored in swine). (see references)

Available antisera
none

Seed virus(es) and location(s)

E5261  #18-1,2,3,4,5
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