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INVENTORY OF REASSORTANTS AND MUTANTS

Code: 1,3,7,13,17
Reassortant

X-53a  H1N1

Experiment No. and Date

Exp. 3002   5/27/76

Phenotype – (HA/NA serologically defined antigenic phenotype)

H1N1 (Swine)

Parents

(see X-53)  X-53a is an HA mutant of X-53 selected by passage of 

X-53 with antiserum to A/Swine/Cambridge/39 (H1N1) which suppresses the X-53 “L” phenotype HA variant of the mixed quasispecies of A/NewJersey/11/76 (H1N1) virus from which both L and H phenotypes are derived.  Definitively, the parents of both X-53 and X-53a are A/NewJersey/11/76 (H1N1) and A/Puerto Rico/8/34 (H1N1).  Later, monoclonal L-specific and H-specific antibodies were used in selecting out L and H variants of both wt and reassortant viruses containing A/NewJersey/11/76 HA polymorphic populations. (see X-53 references)

Genotype 

This is a 6:2 reassortant containing all but the genes for HA and NA from  PR8

Special Properties

Vaccine candidate or vaccine use (if any)

4 to 8-fold higher yields than X-53 in eggs. Used for the immunization of >40,000,000 persons in the USA in the National Immunization Program against “Swine flu” in 1976.

Available antisera
#2070  A71

Seed virus(es) and location(s)

E5403  #10-1,2,3,4,5
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