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                           INVENTORY OF REASSORTANTS AND MUTANTS

Code: 1,4,9

Mutant or wild type[wt] virus)

A/Rockefeller Institute/5/57 (wt)  H2N2

Experiment No. and Date 

Phenotype – (HA/NA serologically defined antigenic phenotype)

H2N2

Origin (mutant of:)

This virus is an exceptionally well-studied isolate characterized by Purnell Choppin and Igor Tamm who identified two distinct mutants differing in susceptible to inhibition by normal horse serum inhibitor (NHS) in HI and neutralization tests and termed “+” and “-“ variants. It was then shown that the varying sensitivity of various 1957 H2N2 strains could be explained as mixtures in varying proportions of the 2 mutants rather than as a gradient of inhibitor sensitivity among different strains.. EM studies with these mutants also demonstrated spherical and filamentous morphological variants in both + and – mutants soon after their isolation in early passage in the chick embryo.  With adaptation to that host, the proportion of spherical particles increased.  Somewhat later, with these and other strains, Kilbourne and Murphy found the morphological trait to be transferable by reassortment.

The RI/5/57 strains are parents of some of the most important reassortants in the present Archive, including X-7 and NWS-F.

Genotype (defined by HA/NA phenotype unless further information is available)

H2N2

Special Properties and comments

(see Origin, above)

Available antisera
R429 #A29

Seed virus(es) and location(s)

E 5090 #19-1,2,3,4,5
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(see references for X-7 and NWS-F)
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